Supplementary Figures
Figure S1: Phylogenetic analysis of EIN2 protein sequences from selected organisms. On the left the phylogenetic analysis of EIN2 protein sequences from selected organisms is depicted. Sequences were retrieved as the best BLASTp hits (best two for Oryza sativa subsp. Japonica, Physcomitrella patens and three for Glycine max respectively) 1 Lyophilized NOP-1 (500 µg) was dissolved in 100 µl PBS pH 6.7, incubated for 0 days, 5 days, 10 days and 15 days at room temperatures and then applied to a Supelcosil C18 column (4.6x150 mm). The column was washed with 15 ml H 2 O with 0.1% TFA (buffer A). Elution was performed with a linear gradient to 100% buffer B (100% acetonitrile with 0.1% TFA) over 30 min at a flow rate of 1 ml min -1 . Detection was set to 215 nm. Identity of the peptide was confirmed by mass spectrometry.
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